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Marine Microbes::

New Alternative Source of Highly Unsaturated Fatty Acids
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ABSTRACT

Marine microbes from the coral reef area of Ko Man Nai , Rayong Province; Ko Sri Chang,
Chon Buri Province; and Ko Toa, Surattani Province and seagrass leaves from Kung Kra Ben Bay,
Chantaburi Province;  Ma Kam Pom Bay, Rayong Province; ~ Sataheep Bay and Ko Samarsarn,
Chon Buri Province, were isolated by screening test for poiyunsaturated fatty acids. The results
showed that 7 species of yeasts were found from water samples of coral reef area : Saccftaromyces
sp.1, Saccharomyces sp.2, Saccharomyces sp.3, Kloeckera sp., Nadsonia sp., Zygosaccharomyces
sp-2, Zygosaccharomyces sp.1. Fatty acid compositions bf isolated yeasts were found both séxturated
fatty acids and unsaturated fatty acids. Kloeckera sp. cultured in PDB medium had the highest amount
of Paimmc acid (Cl6: 0) which found o be 30.19% of total fatty ac1ds while the highest content of
oleic acid (C18:1 n-9) was accumulated in Saccharomyces sp.2 reared with SB medium comprised |
47.73 % of total fatty acids. Zygosaccharorﬁyce.;‘ sp:2 in SB medium had the highest amount of linoleic
acid (C18:2 n-6) containing 28.17 % of total fatty acids. However, Saccharomyces sp.3 in SB medium
- produced the highest amount of linolenic acid (C18:3 n-6) at 3.45 % of total fatty acids and the highest
DHA (C22:6 n-3) pfoportion was produced by Saccharomyces sp.2 reared with YM medium (2.38 %
of totél fatty acids). Thirty isolates of thraustochytrid were found from Ka Toa, Surattani Province but
their culture could not be maintained and also no thraustochytrid group was found from seagrass

leaves.
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