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m3anszmllshin (AOAC, 1990)
S o 1 n’;
F3nszd wiadiu 3 fuaeu
1.138euaa® (Digestion) T39788191 531181 0.7 — 2.2 N3 lalaaly Kjeldaht
flask UAUAN CuSO, SH,0 13113 0.5 piu oiludnsalfizon uaziau K S0, 1151103
ol AII c; = = ar =y 9 9 =y =y ey d! ar
10 n¥ iiaiiugaRpAveIasHay AN  aTasmdudu 15unas 25 inddans odusa
= < a g 1 i 1 o =5 A L
90N a1 Kjeldahl flask Tasinumdos Hilamie)suguugii 134 250 esrmyadoa
A = ¥ 1 a v
Uszanm 25 Wil SaRugamgiidiy 380 asrwaidva 19a1denszunm 2 41 Tus uazdes
] t':.ﬁ ar 1 h S Aaa d‘. a A o 3 :
ao'lan 1 ¥ Tuandsnndessulauda s ldlgiseifalinnuauysel A flask Nal314
<5 i a : o ] w
1w MamwhInay uazhimsndu
o . \ o @ 4 A Y I & y.l 3 d
2. MENAY (Distillation) 111 flask Y9IAI0E1INLROIEAT AT tazase 1T 1AiEw
¥ 0 . ] 2
@AM 100 TnaAas A8 Kjeldahl flask 11n509nAU 1AL 40% NaOH e duniu so, Tu
aasilsznon (NH,), SO, 19 1auau TutloTu Kjeldahl flask Aszu1at 150 iaddns 1Aw 4% Boric
. s Aaa ] e Y s " Y d; o A
acid 25 fiadans aalu flask g1y vuia 250 ffadaas ndai hilae hdumesnduiilae
= 9 é A ar W =1 q'; = ] 1 o Ao
andusduwadunuuey iy ndusulsuasasazately flask yilsun 18 175 daddns
o & ) " ar v 4w
Qumsimnaiiazaesdunisinduaasa laglanindudng
= a a o o o 1 i o
3. M3 lAsn (Tritration) ANEIaZAWAURAADS 2-3 Hoa 1hAIDIANAY
wau Tuden A lamsnatumsazaneunasgu 0.1N HCI swidgagd asazaioznlaoud
o A ] v A = =
nafdrailuivuing tuiimlSinasveansaildlamsm
¥ [ 4
HUNHE : A3ITADVA blank Taevianduaaunus ua hildaseds
ATl

% Nitrogen = (S-B) % {14.007) x (N} x 100

Weight of sample {g) x 1000

S =uananIved H,S0,
B = liadan31049 Blank
N = normality of acid (0.1)

=
% Crude Protein = Nitrogen x 6.25 (Conversion Factor Y93071H1344A)
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2. 81 Extraction cup MMM 105-110 aeruwaidaad w1y 2 9211 1ldeulvioy
a ¢ o s ¥ @ ¥ .
Tuadiamos hngaimminlinafivee Extraction cup (W)
) A [ o ¥ a b9 o = g ~
3. aom3aamANuEBUENRY Extrator a1 5uanugihila 15 osruyadoe
¥
= o’ a
Waainalmirluadh Extrator
g = A =y o A
4. A1UUNIVD service unit 11110 DA UFQITo (VATINY power (A1)
5. Fadramadagavuennanin 2 niy ldnszawnsowdwiulalu thimble
6.1 thimble 11 1870619 Avsd 1 thimble adaptor 1tA90N thinble 2199 thimble
2 L . o 1 A ¥ A U v W o
support 1 fix 8GN thimble support holder W1 ll1dA503 Extrator (rdn@puijutiasylalh
o T . 9/ . @ A o o ] T =1 ¥ =2 A U ar Qr Aa '
AU Boiling 1ag i thimble Yndutadafiuuriaiman udaraaem]uisdiu lUndwmia
Rinsing (1872117 thimble support holder 99017
' A o = S ]
7. a1l TasiRoudimes 50-70 Haadns aalu Extraction cup 214 cup holder ¥7u
il naAdan3es Extrator (Fiinsada lao Tonsu Tond1udon e 1doui)iniany thimble
¥ T 1
wa 6 Yulitagdwmns Pinsing ntsadauns | $2Tua el lasdoudmes lnavzd
A0819)
o 1 L= o 4 ¥
8. IIM332I1Y Solvent (1] Insiaoudimes) lauila vavle ¥09 Condensor 1o 11
o L L= o ﬁ". q 4 1
llasiavudimasad 1y Condensor nATING Air (Fd1) MAT0 service unit o]y
. = ¢ A a o
Evaporation taaing Air tam3oianuou
o A A ar y a A . a
9. U1 Extraction cup 990 iaunu londnoilovu a9 cup holder 82011 U1
. - =% o o o =y o a
Extraction cup 81HguHfi 110 sarruaadod w142 Tua ildioulu mdmaes dhands

:’ ar ar 3 o ~ ¥ o ¥ o - ﬂ’ [ ar
minvdintiuilileu 110 esrmwader udwinlhiduluTogannudu uazimss

¥ b4 ¥ ]
@ 0 o

hvdndidouaiee ldiminhusua
10. 911 thimble support holder Tilawy hotplate YDAUATB Extraction unit 130U
' o @ 1o i e ¥ a . = . =
anTaAuega i Boiling 1143%1 thimble 80011 1881893 thimble support holder 1an1iag
& & . L] o Yy =S
o li thimble ngavIniManIAIRI00NIN

11. 181 thimble 88N910 thimble adaptor
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12. 111 Extraction 131920101142 1412199 hotplate 494 Extraction unit (350251
= =1 é o =1
Solvent (11 Tas@eudime3s) 91n Condensor it 1l 1414an
= d o 1 o
{yn15IRTIZN thimble NA5111 110819820 Ethanol 95% newtii 1%
o og¥ o o d A .
13. (60 19971UAD9Aa NG Air and Power YRR39 cooling bath T35

Condensor Til#n@Wazmumony

ATTATHIN

%Crude lipids = W , — W, x 100

Wl

: (Y ¥
W, = iminomisung

¥
W, = 11N Extraction cup (g)

¥ "

o ar . o o o1 ow ¥
W, = 1h#iin Extraction cup fiv luiunieiala

o 4 5
M3 INamm
Aca 3
IR
[ . ~ = = M ¥ 1 ¥
1. 111 crucidle ¥ NNQUHUNN 550 DasnEraToe U 1 92 Tua ndatldesvibu
»

¥ [ ’
TuTogannudu (desicator) FaH IMTAALUUOUUD crucidle

]
=y L]

2. Fedog1sinadue i 2-3 n§u Tdaalu crucidle Winwnngumgil 550 v
e W 3 52109 aunsena laid @

@ o ¥l . ¥ o : a
3. i T I@u lu desicator udaFuimind

AMSATHINU

[ ¥
o, 1 ManuA = 1 x 100

W
UHUNAIDO19
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mIadansalyiiy Meuduaa i @auasnnn Shimizu et al., 1988)

1. Fedavsnaivaazdoauallszana 0.1 - 0.2 n5u laluvaniidundervinag
20 aaans

2, 1A 2%HZSO:1'N methanol 13119 3 1708907 1AU Intenal Standard 0.2
fiadaas dudoudealulasnu il Idanudouigunnil 8o saruadoa ithinan
2 92114

c? v a = @ ae : @ S Aaa
3. nalviou @y (Wer 10 ppt BHT) 1.5 Hagaas dazuinay 1.5 yaaaas

] LT T Y] q’ 3 :
won A ung Paunendu

< v

» ]
4. MmigatuvoaradNoguuge HnNnsasunasalasumannganuda

= o : 1 aa = ° 1
1A Na,80, a3 llianies imiugavasnadld luvranaassniidundoitlaudir Tl

o o v T o a
ﬂjULlﬂﬁhluIﬂﬁmu:ﬂullﬂq Lﬂuiﬁﬂtﬂuﬂqm‘ﬁgn — 10 93y AL U T

=, < o
my ezl nunsaluiy
ada <
ATz
1. h@reteninmsanania Tusiuani@manay (e 10 ppt BHT) 151103 200
luTasaas seruliihdusoumidadiumsoalnsinlasnswil
2. fmnamnlsuunsa lvdu TasalSeufeutunsaluiumasg1u (Standard

Fatty Acid)

aanznzawnalnsNlans Wy
b . . . A w o w g W .

19 Flame ionization detector Lﬂmﬂiﬂﬁﬁ‘i‘ﬁnﬁﬁﬂujmﬂm uazaoauu 19 Capillary
Column HP-INNOWAX polyethylene glycol (30 m % 250 um % 0.25 um) Tael¥8@oniudam
=) T ot =1 s B‘Q’ d‘
g1 fiue3 Injector 1A% Detector (MIN1 250 BFNITAFHUT guUPIvOINDANUSUAUR 175

v 4
saraiod 140a1 1 1# uazdes 9 wWadu 10 permgafoannii sudagamni 210 o9
b 2 v
i #a'1) 1 A Bintiumugungil 2 ssrmaFoannd vuguugiing 230 vam

=] 3 o
warsa agld 1 uin
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Means for groups in homogeneous subsets are displayed.
a. Uses Harmaonic Mean Sample Size = 3.000.

ANOVA
Sum of
Squares df Mean Square F Sig.
Protein Between Groups 50.503 6 8.417 43.348 .000
Within Groups 2.718 14 194
Total 53.221 20
lipid Between Groups 90.143 6 15.024 176.117 .000
Within Groups 1.194 14 .085
Total 91.338 20
ash Between Groups 1.365 6 227 1.941 144
Within Groups 1.641 14 17
Total 3.005 20
fiber Between Graups 709 6 118 865 544
Within Groups 1.913 14 137
Total 2.621 20
carbohydrate . Between Graups 106.900 6 17.817 21.878 .000
Within Groups 11.401 14 814
Total 118.301 20
Post Hoc Tests
Protein
Duncan®
Subset for alpha = .05
feed N 1 2 3
3.00 3 34.6975
4.00 3 34.8550
1.00 3 34.8654
2.00 3 34.9965
5.00 3 352284
6.00 3 36.8757
7.00 3 39.2243
Sig. 201 1.000 1.000
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Post Hoc Tests
lipid

Duncan®

Subset for alpha = .05
feed N 1 2 3 4
1.00 3 2.6642
6.00 3 4.4486
7.00 3 7.14670
4.00 3 7.8313
2.00 3 8.1677
3.00 3 8.1868
5.00 3 8.3821
Sig. 1.000 1.000 1.000 .050

Means for groups in homogeneous subsets are displayed.
d.\Uses Harmonic Mean Sample Size = 3.000.

Post Hoc Tests
ash

Duncan’

Subset for alpha = .05
feed N 1 2
4.00 3 8.8580
3.00 3 8.9887
7.00 3 9.2732 9.2732
2.00 3 9.2769 9.2769
6.00 3 9.3852 9.3852
5.00 3 9.4263 9.4263
1.00 3 9.6802
Sig. .089 207

Means for groups in homogeneous subsets are displayed.
2. Uses Harmonic Mean Sample Size = 3.000.
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Post Hoc Tests
fiber
Duncan®
Subset
for alpha
=.05

feed N 1
6.00 3 1.7625
4.00 3 1.8320
5.00 3 18405
2.00 3 1.8183
7.00 3 1.8336
3.00 3 1.9392
1.00 3 2.3675
Sig. .096

Means for groups in homogeneous subsets are displayed.
a.\Uses Harmonic Mean Sample Size = 3.000.

Post Hoc Tests

carbohydrate
Duncan®

‘ Subset for alpha = .05

feed N 1 2 3 4
7.00 3 42.4020
5.00 3 45,1227
2.00 3 45.6397
3.00 3 46,1879 46.1879
4.00 3 46,6237 46.6237
6.00 3 47.5280
1.00 3 50.4226
Sig. 1.000 .080 .105 1.000

Means for groups in homogeneous subsets are displayed.
4. Uses Harmonic Mean Sample Size = 3.000.
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Means for groups in homogeneous subsets are displayed.
2. Uses Harmonic Mean Sample Size = 3.000.

ANOVA
Sum of
Squares df Mean Square F Sig.
Protein Between Groups 20.497 8 3.416 3.216 .034
Within Groups 14.869 14 1.062
Totat 35.366 20
lipid Between Groups 44,232 6 7.372 10.958 .000
Within Groups 9.418 14 673
Total 53.650 20
ash Between Groups 4.921 6 .820 2.453 078
Within Groups 4,681 14 .334
Total 9.602 20
fiber Between Groups 750 6 125 1128 396
Within Groups 1.551 14 A1
Total 2.301 20
carbohydrate  Between Groups 63.756 6 10.626 3.782 019
Within Groups 39.338 14 2.810
Total 103.094 20
Post Hoc Tests
Protein
Duncan®
Subset for alpha = .05
feed N 1 2 3
2.00 3 47 4809
1.00 3 47.9303 47.9303
3.00 3 48.3880 48.3880
4.00 3 48.5766 48.5766
6.00 3 48.8488 48.8488 48.8488
5.00 3 49.7927 49.7927
7.00 3 50.5687
Sig. 162 .063 072
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Post Hoc Tests
lipid

Duncan’

Subset for alpha =05
feed N 1 2
1.00 3 12.8312
6.00 3 13.0698
4.00 3 15.2189
7.00 3 15.5560
3.00 3 15.6085
2.00 3 16.6318
5.00 3 16.7273
Sig. 727 059

Means for groups in homogeneous subsets are displayed:
a. Uses Harmonic Mean Sample Size = 3,000.

Post Hoc Tests
ash

Duncan’

Subset for alpha = .05
feed N 1 2
3.00 3 7.9108
6.00 3 8.1118
5.00 3 8.3274
4.00 3 8.6361 8.6361
2.00 3 8.8153 8.8153
7.00 3 8.8315 8.8315
1.00 3 9.4676
Sig. 102 126

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.
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Post Hoc Tests
fiber
Duncan®
Subset
for alpha
=.05

feed N 1

2.00 3 1.7182
7.00 3 1.7873
5.00 3 1.9242
6.00 3 1.9450
4.00 3 2.0121
1.00 3 2.1255
3.00 3 2.3231
Sig. 067

Means for groups in homogeneous subsets are displayed.
4. Uses Harmaonic Mean Sample Size = 3.000.

Post Hoc Tests

carbohydrate

Duncan®

Subset for alpha = .05
feed N 1 2
5.00 3 23.2283
7.00 3 23.2564
2.00 3 253538 25.3538
4.00 3 25,5563 25.5563
3.00 3 25.7695 25.7695
1.00 3 27.6454
6.00 3 28.0246
Sig. 113 .098

Means for groups in homogeneous subsets are displayed.
8. Uses Harmonic Mean Sample Size = 3.000.
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ANOVA
Sum of
Squares df Mean Square F Sig.
Protein Between Groups 32.415 6 5.403 1.406 279
Within Groups 53.781 14 3.842
Total 86.197 20
lipid Between Groups 35.230 6 5872 7.764 .001
Within Groups 10.589 14 756
Tetal 45.819 20
ash Between Groups 3.569 5] 595 1.753 .181
Within Groups 4.749 14 339
Total 8.319 20
fiber Between Groups .830 6 138 1.151 .385
Within Groups 1.683 14 120
Total 2.513 20
carbohydrate . Between Groups 132.668 6 22111 3.868 017
Within Groups 80.032 14 5717
Total 212.700 20
Post Hoc Tests
Protein
Duncan®
Subset
for alpha
=.05
feed N 1
4.00 3 50.6751
1.00 3 50.7351
6.00 3 53.0735
7.00 3 53.2003
3.00 3 53.2571
2.00 3 53.6204
5.00 3 53.8534
Sig. - .098

Means for groups in homogeneocus subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.
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Post Hoc Tests
lipid

Duncan®

Subset for alpha = .05
feed N 1 2 3 4
1.00 3 13.2279
6.00 3 14.9879
3.00 3 15.6696 15.6696
4.00 3 15.8496 15.8496
7.00 3 16.3233 16.3233 16.3233
5.00 3 16.6781 16.6781
200 3 17.6468
Sig. 1.000 104 21 .098

Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.

Post Hoc Tests
ash

Duncan®

Subset for alpha = .05
feed N 1 2
6.00 3 7.9880
1.00 3 8.0707 8.0707
2.00 3 8.2334 8.2334
3.00 3 8.4453 8.4453
7.00 3 8.6592 8.6592
5.00 3 8.9448 8.5448
4.00 3 9.1678
Sig. .09z .057

Means for groups in homegeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.
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Post Hoc Tests
fiber
Duncan®
Subset
for alpha
=.05

feed N 1
6.00 3 1.8700
4.00 3 1.9020
5.00 3 1.9175
1.00 3 2.0021
7.00 3 2.0464
3.00 3 21128
2.00 3 2.4955
Sig. .069

Means for groups in homogeneous subsets are displayed:
a. Uses Harmonic Mean Sample Size = 3.000.

Post Hoe Tests
carbohydrate

Dungan®

Subset for alpha = .05
feed N 1 2
2.00 3 18.0039
5.00 3 18.6062
7.00 3 19.7708
3.00 3 205152
6.00 3 22.0807 22.0807
4.00 3 22.4055 22,4055
1.00 3 25.9642
Sig. .062 .079

Means for groups in homogeneous subsets are displayed.
a. Uses Hamonic Mean Sample Size = 3.000.
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Means for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.

ANOVA
Sum of
Squares df Mean Square F Sig.
Protein Between Groups 39.782 6 6.630 9.155 ..000
Within Groups 10.139 14 724
Total 49.922 20
lipid Between Groups 57.479 6 9.580 9.730 .000
Within Groups 13.784 14 985
Total 71.263 20
ash Between Groups 492 6 .082 197 972
Within Groups 5815 14 415
Total 6.307 20
fiber Between Groups 599 6 100 4976 006
Within Groups .281 14 020
Total .880 20
carbohydrate . Between Groups 156.239 6 26.040 10.674 .000
Within_Groups 34.153 14 2.439
Total 190.392 20
Post Hoc Tests
Protein
Duncan®
Subset for alpha = .05
feed N 1 2
1.00 3 50.9462
4,00 3 51.5280
3.00 3 53.4013
2.00 3 53.7591
5.00 3 54.3186
7.00 K] 54.5352
6.00 3 54.6404
Sig. 416 27
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Post Hoc Tests

[
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lipid

Duncan®
Subset for alpha = .05

feed 1 2 3
1.00 3 12.6895
7.00 3 15.6704
6.00 3 15.6882
3.00 3 16.9967 16.9967
4.00 3 17.1528 17.1528
5.00 3 17.6634
2.00 3 17.8188
Sig. 1.000 112 .365

Means for groups in homogeneous subsets are displayed.

a. Uses Harmonic Mean Sample Size = 3.000,

Post Hoc Tests

ash
Duncan”
: Subset
for alpha
=.05
feed 1
3.00 3 8.6419
1.00 3 8.7162
4.00 3 8.9423
5.00 3 8.9626
2.00 3 8.9739
6.00 3 9.0200
7.00 3 9.0960
Sig. 451

Means for groups in hemogeneous subsets are displayed.

a. Uses Harmonic Mean Sampte Size = 3.000,
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Post Hoc Tests
fiber

Duncan®

Subset for alpha = .05
feed N 1 2
1.00 3 1.8318
3.00 3 1.8449
7.00 3 1.8457
6.00 3 1.8775
2.00 3 1.9141
5.00 3 2.1836
4,00 3 2.2736
Sig. .528 .449

Means. for groups in homogeneous subsets are displayed.
a. Uses Harmonic Mean Sample Size = 3.000.

Post Hoc Tcsts

carbohydrate
Duncan®

Subset for alpha = .05

feed N 1 2 3
5.00 3 16.8718
2.00 3 17.5341 17.5341
6.00 3 18.7739 18.7739
7.00 3 18.8527 18.8527
3.00 3 19.1152 19.1152
4.00 3 20.1032
1.00 3 258163
Sig. 132 .088 1.000

Means for groups in homogeneous subsets are displayed.
8- Uses Harmonic Mean Sample Size = 3.000.
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long

ANOVA

Sum of
Squares

df

Mean Square

F

Sig.

Between Groups
Within Groups
Total

83.658
.696
84.354

20
42
62

4.183
017

252,308

000

a
Duncan

long

87

food N

Subset for alpha = .05

3 4

5

12
1
17
14
13
15
16
21
22
27
25
24
26
23
3z
3
34
37
33
35
36
Sig.

W oW W W W W W W W W W W W WwWwwwwww Ww

77222
7.7333
7.8778

170

7.8778
7.9778
8.0111
8.0333
8.0667

116

8.9778
91N 9. 1111
9.1333 9.1333
9.1859 9.1889
9.2000 9.2000
9.2333
9.3111

.064 402

10.3667
10.4333

529

10.7556
10.7667
10.8000
10.8444

449

10.8000
10.8444
11.0000

078

Means for groups in homogeneous subsets are displayed.

a. Uses Harmonic Mean Sample Size = 3.000.
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weights

NANDI (AD)

ANOVA

Sum of
Squares

df

Mean Square

Sig.

Total

Between Groups
Within Groups

3980.715
256.364
4237.079

20 199.036
42 6.104
62

32.608

.000

a
Duncan

Post Hoc Tests

weights

38

food

4 S

Subset for alpha = .05

&

10

1
12
17
15
14
13
16
21
22
24
23 -
27
31
37
26
32
25
32
34
36
35
Sig.

Wt Gl LW W W W W W W e W W W G

4.6900

1.000

13.2200
164333
17.3733

.057

16.4333
17.3733
17.8400
18.7833
19.7167

154

17.3733
17.8400
18.7833
19.7167 19.7167
21.5967 21.5967
23.4733

067 085

21.5967
23.4733
24.4133

24,8800

25.3500

23.4733
24.4133
24.8800
25.3500
27.7000
27.7000

071

27.7000
27.7000
30.5067
30.5133
31.9133

.068

30.5067
30.5133
31.9133
33.8000
33.8000

183

31,9133
33.8000
33.8000
35.6733
36.1467

066

Means for groups in hormogenesus subsets are displayed,

2. Uses Harmonic Mean Sample Size = 3.000.
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Univariate Analysis of Variance

Between-Subjects Factors

N
time 1 21
2 21
3 21
food 1 9
2 9
3 9
4 9
5 9
6 9
7 9

Tests of Between-Subjects Effects
Dependent Variable: ARA

Type [ Sum .
Source of Squares df Mean Square F Sig.
Corrected Model 67.8457 20 3.392 20.187 .000
intercept 604.810 1 604.810 | 3599.108 .000
time 12.773 2 6.386 38.004 .000
food 48.706 6 8.118 48.307 000
time * food 6.366 12 .530 3.157 .003
Emor 7.058 42 .168
Total 679.713 63
Corrected Total 74.903 62

a. R Squared = .906 (Adjusted R Squared = .861)
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Post Hoc Tests
Time
ARA
Duncana'b
Subset
time N 1 2
3 21 2.6990
2 21 2.8686
1 21 37276
Sig. 187 1.000

Means for groups in homogeneous subsets are displayed.
Based on Type lll Sum of Squares
The error term.is Mean Square(Error) = .168.

a. Uses Harmaonic Mean Sample Size = 21.000.

b. Alpha = .05.

food

ARA
Duncan®®

Subset

food N 1 . 2 3 4
7 9 1.0322
4 9 3.0233
3 9 3.2689 3.2689
2 9 3.3178 3.3178
5 9 3.5244 3.5244
1 9 3.7578
6 9 3.7644
Sig. 1.000 158 220 .249

Means for groups in homogeneous subsets are displayed.
Based on Type lll Sum of Squares
The error term is Mean Square(Error) = .168.

a. Uses Harmonic Mean Sample Size = 9.000.
b. Alpha = .05.
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Univariate Analysis of Variance

Between-Subjects Factors

N

time

food

~N O N b WN =2 W=

21
21
21

O W W YW w O

Tests of Between-Subjects Effects

Dependent Variable: EPA

9 ~ d (o -1 = :i = o [
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Type I 'Sum
Source of Squares df Mean Square F Sig.
Corrected Model 37.492° 20 1.875 14.955 .000
Intercept 512,345 1 512.345 | 4087.287 .000
time 5.552 2 2.776 22,144 .000
food 26.863 6 4.477 35.716 .000
time * food 5.078 12 423 3.376 .002
Error 5.265 42 125
Total 555.101 63
Corrected Total 42.757 62

a. R Squared = .877 (Adjusted R Squared = .818)
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Post Hoc Tests
Time
EPA
Duncana’b
Subset
fime N 1 2
2 21 2.5762
3 21 2.7152
1 21 3.2638
Sig. 210 1.000

Means for groups in homogeneous subsets are displayed.
Based on Type il Sum of Squares
The error term is Mean Square(Error) = .125.

a."Uses Harmonic Mean Sample Size = 21.000.

b. Alpha = .05.

food

EPA
Duncan

Subset

food N 1 2 3
7 9 2.0067
2 9 2.2278
4 9 2.2422
1 9 3.0411
3 a 3.0689
6 9 3.5678
5 9 3.8078
Sig. .190 869 .158

Means for groups in homogeneous subsets are displayed.
Based on Type Ill Sum of Squares
The error term is Mean Square(Error) = .125.

a. Uses Harmonic Mean Sample Size = 9.000.
b. Alpha = .05.
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Univariate Analysis of Yariance

Between-Subjects Factors

N

time

food

~N O AW =W N -

21
21
21

L w O e w oo

Tests of Between-Subjects Effects

Dependent Variable: DHA

Type ill Sum
Source of Squares di Mean Square F Sig.
Corrected Model 66.0292 20 3.301 29.943 000
Intercept 504.504 1 504.504 | 4575.704 000
time 17.743 2 8.872 80.464 .000
food 41,192 6 6.865 62.267 .000
time ™ food 7.093 12 591 5.361 000
Error 4.631 42 110
Total 575.164 63
Corrected Total 70.660 62

2. R Squared = .934 (Adjusted R Squared = .903)
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Post Hoc Tests
time
DHA
Dun(:ana";J
Subset
time N 1 2
3 21 2.4243
2 21 2.4857
1 21 3.5795
Sig. 552 1.000

Means for groups in homogeneous subsets are displayed.
Based on Type HI Sum of Squares
The errcr term is Mean Square(Error) = .110.

a. Uses Harmonic Mean Sample Size = 21.000.

b. Alpha = .05.

food

DHA
Dunc;ana'b

Subset

food N 1 2 3 4
5 ] 2.0100
3 9 2.0300
1 9 2.1267
2 9 2.5167
4 o] 3.2300
7 9 3.8678
6 9 4.0278
Sig. .488 1.000 1.000 313

Means for groups in homogeneous subsets are displayed.
Based on Type 1l Sum of Squares
The error term is Mean Square{Error) = .110.

2. Uses Harmenic Mean Sample Size = 9.000.
b. Alpha = .05.



